ratio

Ratios of allele frequency that are out of range: chr3,chr6,chr7,chr8
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SNPs

chr3:60236126:C/CCAG-3q
chr6:3681517:T/C-6p
chr6:58746467:AAC/A-6q
chr6:58746514.C/T-6q
chr7:69642654:A/T-7p
chr8:48644637:G/C-8q
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Ratios of allele frequency that are out of range: chrl0

SNPs

chr10:2128766:T/A-10p
chr10:2128880:T/C-10p
chr10:2128919:A/ATTCTGTGGC-10p
chr10:2128920:A/ATTG-10p
chr10:40320637:A/C-10q
chrl0:40320727:G/T-10q
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ratio

Ratios of allele frequency that are out of range: chrl1,chrl2,chrl3

SNPs

chrll1:44745273:G/A-11q
chrll1:44745282:A/G-11q
chrl1:44745319:C/A-11q
chrl2:3313643:T/C-12p
chrl2:3313646:A/G-12p
chrl2:3313679:G/A-12p
chrl2:3315319:C/T-12p
chrl3:793347:T/A-13p
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ratio

Ratios of allele frequency that are out of range: chrl4

SNPs
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chrl4:1938812:T/C-14p
chrl4:1938816:T/A-14p
chrl4:1938817:T/C-14p
chr14:1938996:C/CTGATT-14p
chr14:1938998:G/A-14p
chr14:1939079:C/T-14p
chr14:1939103:T/C-14p
chrl4:1939150:G/A-14p
chrl4:47778686:AACAC/A-14q



ratio

Ratios of allele frequency that are out of range: chrl5
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SNPs

chrl5:24647693:T/C-15q
chrl5:24647751:T/G-15q
chr15:5162934:A/T-15p
chr15:5163715:A/G-15p
chr15:5163803:A/G-15p



Ratios of allele frequency that are out of range: chrl6,chrl?

ratio

SNPs

chr16:45876381:C/T-16q
chrl6:45876546:C/G-16q
chrl6:45876929:C/T-16q
chrl6:45877041:A/T-16q
chr17:5509338:G/T-17p
chrl7:5509344.GCACA/G-17p
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Ratios of allele frequency that are out of range: chrl8,chrl9

SNPs
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chr18:2548058:T/TG-18p
chr18:2548059:A/G-18p
chr18:2548587:C/T-18p
chr18:48547304:A/G-18q
chr19:42284030:T/G-19q
chr19:42284034:A/G-19q
chr19:42284153:C/T-19q
chr19:5258795:T/C-19p



ratio

Ratios of allele frequency that are out of range: chr21

10+

7 o GV o O oY o8 & o &S
. N . N N .0 o .o 0
% N N N N S N N N N O/
& & FEEE T EEE

SNPs

chr21:44838680:G/C-21q
chr21:44838759:C/T-21q
chr21:44838769:G/T-21q
chr21:44838771:T/A-21q
chr21:44838880:AT/A-21q
chr21:44838973:T/C-21q
chr21:44840235:G/A-21q
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Ratios of allele frequency that are out of range: chr22,chr25
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SNPs

chr22:2806142:T/G-22p
chr22:2806232:A/C-22p
chr22:2806572:AIT-22p
chr25:33956111:T/G-25q
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